Abstract
Introduction
observed to be delayed in male relative to female mice, and exposure of adult male mice to 66 lipopolysaccharide (LPS), a potent immune activator, accelerated microglial development [27] .
67
In this study, we focus on characterizing the differences in innate immunity gene expression in We hypothesize that periods of neurodevelopment previously associated with increased 
Methods

82
Human brain transcriptome data processing
83
A spatio-temporal transcriptome of the developing human brain (Human Brain Transcriptome
84
[HBT]) has been described previously [28] and these data are publicly available in NIH's Gene (gene)-to-sample series matrix for our analysis with log2 scaled signal for transcript expression.
88
We mapped the 17,565 microarray probes to 16,737 unique human Entrez Gene IDs. We focused 89 on neocortex (NCX) samples at 11 developmental stages, cf. system" at different neocortical developmental stages. We noted that these genes were broadly 227 more highly expressed in males than females at Stage 7 (before birth), and more highly 228 expressed in females than males at Stage 9 (after birth). Interestingly, we observed that some of 229 the Stage 7 genes were again highly expressed in males than females at Stage 11. 
287
The small number of samples at each stage of development is a limiting factor in the current 288 analysis. However, the signal appears robust under various analyses including combining Stage 289 6 and 7 (Supplementary File 4) .
290
Discussion and Conclusions
291
We hypothesized that immunological signaling play a key role in underwriting the sexual 
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